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1. Introduction 3. Multiomic Panel Design 5. Multiomic Spatial Phenotyping of Human FFPE Head and Neck Cancer Tissue

Effective strategies for cancer immunotherapies will require a deep QT‘ PhenoCode Discovery Panels @ Custom RNAscope Panel Reveals Distinct Chemokine and Immune Signatures within the TIME

understanding of the factors that shape both the tumor
microenvironment (TME) and the immunological components within
tumors, known as the tumor immune microenvironment (TIME). Here, we
describe a spatial multiomics approach that utilizes RNAscope™ [SH
technology paired with high-plex whole-slide spatial phenotyping on the
PhenoCycler®-Fusion platform. This two-step approach is compatible
with human FFPE tissues and enables researchers to characterize the
spatial biology of the TIME more accurately by detecting RNA and
protein markers on serial sections. Cell phenotypes and spatial

e LyME 5.1. Whole-Slide Multiomic Spatial Phenotyping Reveals Intra-tumoral Heterogeneity
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6. Multiomic Spatial Analysis Uncovers Interplay of Chemokines and Immune Cells
within the TIME

In this proof-of-concept study, we demonstrate the utility of multiomic spatial profiling on the PhenoCycler-Fusion

Phenoplex software offers endto end workflow' mcludlng ' platform with the RNAscope assay. Analysis of the resulting multiplex imaging data not only revealed the structural
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: ’ : ’ : detect protein markers that can phenotype tumor cells, immune cell subtypes, and immune activation states that constitute the TME. In a serial section, InNformation provides a more complete functional map of immune cells within the TME and TIME and therebv enriches
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workflow for cellular phenotyping our understanding of tumor biology that may be deterministic of immunotherapy responsiveness.
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