A fully optimized end-to-end solution for I/0 multiplex immmunofluorescence staining using
Opal Polaris 7-Color PD1/PD-L1 Panel Kits for Lung Cancer and Melanoma
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FFPE samples from human lung cancer
and melanoma were stained using MOTIF
PD1/PD-L1 Panel: Auto LuCa Kit and
MOTIF PD1/PD-L1  Panel: Auto
Melanoma Kit. Staining was performed
on the Leica BOND RX™ automated
stainer with the preloaded MOTIF
protocol.  Multispectral scans  were
acquired on Vectra Polaris® with pre- SRS _
optimized acquisition parameters and e | research workflow. We have radically
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Fig. 3 Whole slide scan of MOTIF PD1/PD-L1 Panel assay on lung cancer
(upper) and melanoma (lower) samples.

H Conclusions

With new MOTIF PD1/PD-L1 Panel Kits,
we have demonstrated an easy-to-use yet
comprehensive end-to-end Phenoptics
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by providing pre-defined staining
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